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^Asp Gly Asn Thr Thr Thr He tie Vol His Tyr Phe Cys Pro Ala Gly Asp Tyr Gin Pro Trp Ser Leu 

GGATGTGGCCAAAAGACGGAGGTGGGGCTGAATACGATTTCAATCAACCGGCTGACTCTTTTGGAGCTGT 

Trp Met Trp Pro Lys Asp Gly Gly Gly Ala Glu Tyr Asp Phe Asn Gin Pro Ala Asp Ser Phe Gly Ala Vol 

TGCAAGTGCTGATATTCCAGGAAACCCAAGTCAGGTAGGAATTATCGTTCGCACTCAAGATTGGACCAAA 

_ . , . — I ..... . ■ ' — ^ — ' ^ 210 

Ala Ser Ala Asp He Pro Gly Asn Pro Ser Gin Vol Gly He He Vol Arg Thr Gin Asp Trp Thr Lys 



GATGTGAGCGCTGACCGCTACATAGATTTAAGCAAAGGAAATGAGGTGTGGCTTGTAGAAGGAAACAGCC 
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Asp Vol Ser Ala Asp Arg Tyr He Asp Leu Ser Lys Gly Asn Glu Vol Trp Leu Vol Glu Gly Asn Ser 

AAATTTTTTATAATGAAAAAGATGCTGAGGATGCAGCTAAACCCGCTGTAAGCAACGCTTATTTAGATGC 

1 ' 1 — I , , , . , ■ ■ I ■ 350 

Sg ^^':)^ 

Gin He Phe Tyr AsnjGlu Lys Asp Alajciu Asp Ala Ala Lys Pro Ala Vol Ser Asn Ala Tyr Leu Asp Ala 
TTCAAACCAGGTGCTGGTTAAACTTAGCCAGCCGTTAACTCTTGGGGAAGGNNNAAGCGGCTTTACGGTT 

■ ■ ■ ■ 1 ■ . . , t . . r J I . ' t 1 I 420 

Ser Asn Gin Vol Leu Vol Lys Leu Ser Gin Pro Leu Thr Leu Gly Glu Gly ??? Ser Gly Phe Thr Vol . 



CATGACGACACAGCAAATAAGGATATTCCAGTGACATCTGTGAAGGATGCAAGTCTTGGTCAAGATGTAA 
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His Asp Asp Thr Ala Asn Lys Asp He Pro Vol Thr Ser Vol Lys Asp Ala Ser Leu Gly Gin Asp Vol 

CCGCTGTTTTGGCAGGTACCTTCCAACATATTTTTGGAGGTTCCGATTGGGCACCTGATAATCACAGTAC 
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Thr Ala Vol Leu Ala Gly Thr Phe Gin His He Phe Gly Gly Ser Asp Trp Ala Pro Asp Asn His Ser Thr 
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Leu Leu Lys Lys Vol Thr Asn Asn Leu Tyr Gin Phe Ser Gly Asp Leu Pro Glu Gly Asn Tyr Gin Tyr 

AAAGTGGCTTTAAATGATAGCTGGAATAATCCGAGTTACCCATCTGACAACATTAATTTAACAGTCCCTG 
■ ' ■ ■ ■ ' ' ' L 700 

Lys Vol Ala Leu Asn Asp Ser Trp Asn Asn Pro Ser Tyr Pro Ser Asp Asn lie Asn Leu Thr Vol Pro 

CCGGCGGTGCACACGTCACTTTTTCGTATATTCCGTCCACTCATGCAGTCTATGACACAATTAATAATCC 
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Ala Gly Gly Ala His Vol Thr Phe Ser Tyr He Pro Ser Thr His Ala Vol Tyr Asp Thr He Asn Asn Pro 
TAATGCGGATTTACAAGTAGAAAGCGGGGTTAAAACGGATCTCGTGACGGTTACTCTAGGGGAAGATCCA 
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Asn Ala Asp Leu Gin Vol Giu Ser Giy Vol lys Thr Asp Leu Vol Thr Val Thr Leu Gly Glu Asp Pro 
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,'pATGTGAGCCATACTCtGTCCATTCAAACAGATGGCTATCAGGCAAAGCAGGTGATACCTCGTAATGTGC 
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Asp Vol Ser His Thr Leu Ser He Gin Thr Asp Gly Tyr Gin Ala Lys Gin Vol He Pro Arg Asn Vol 

-TTAATTCATCACAGTACTACTATTCAGGAGATGATCTTGGGAATACCTATACACAGAAAGCAACAACCTT 
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feu Asn Ser Ser Gln^TyrjTyr Tyr|ser Gly Asp Asp Leu Gly Asn Thr Tyr Thr Gin Lys Ala ThrjThr Phe 
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AAAATCGTACCTATGACGGCATCGGGCCATGGTGTGTGGGAAGCAACGGTTAATCAAAACCTTGAAAATT 
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Lys He Vol Pro Met Thr Ala Ser Gly His Gly Vol Trp Glu Ala Thr Vol Asn Gin Asn Leu Glu Asn 
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Trp Tyr Tyr Met Tyr Glu V ol Thr Gly Gin Gly Ser Thr Arg Thr Alo Val|Asp Pro Tyr[Ala Thr Ala lie 

TGCACCAAATGGAACGAGAGGCATGATTGTGGACCTGGCTAAAACA GATCCTGCTGGCTGGAACAGTGAT 
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Ala Pro Asn Gly Thr Arg Gly Met lie Vol Asp Leu Ala Lys Thr Asp Pro Ala Gly Trp Asn Ser Asp 

A AACATATTACGCCAAAGAATATAGAAGATGAGGTCATCTATGAAATGGATGTCCGTGACTTTTCCATTG 
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Asn Vol Lys Thr Gly He Asp Se r Leu Lys Gin Leujciy He Thr His Vol. Gin Leu Met Pro Vol Phe 
GCATCTAACAGTGTCGATGAAACTGATCCAACCCAAGATAATTGGGGTTATGACCCTC GCAACTATGATG 
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Al a Ser Ash Ser Vol Aspjciu Thr Asp Pro Thr Gin [Asp Asn Trp Gly Tyr [Asp Pro Arg Asn Tyr Asp 
TTCCTGAAGGGCAGTATGCTACAAATGCGAATGGTAATGCTCGTATAAAAGAGTTTAAGGAAATGGTTCT 
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Vol Pro Glu Gly Gin Tyr Ala Thr Asn Ala A sn Gly Asn Ala Arg He Lys Glu Phe Lys Glu Met Vol Leu 
TTCACTCCATCGTGAACACATTGGGGTTAACATGGATGTTGTCTATAATCATACCTTTGCCACG CAAATC 

Ser Leu His Arg Glu His He Gly|val Asn Met Asp Vol Vol Tyr Asn His Thr -Phe j Ala Thr Gin He 
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Ser AspPhe Asp Lysjlie Vai Pro Glu Tyr Tyr Tyr Arg Thr Met [lie Gin Vol He He Pro Thr Asp 

AGGTACTGGAAATGAAATTGCANGCNGAAAGGCCAATGGTTCAAAAATTTATTATTGATTCCCTTAAGTA 
Gin Vol Leu Glu Met Lys Leu ??? Ala Glu Arg Pro Met Vol Gin Lys Phe He He Asp Ser Leu Lys Tyr 

TTGGGTCAATGAGTATCATATTGACGGCTTCCGTTTTGACTTAATGGCGCTGCTTGGAAAAGACACGATG 
— ^ ^ ^ ■ ■ ■ ■ ' ^ ^ . 1::^ 189^ 

■Trp Vol Asnjciu Tyr His He Asp Gly Phe Arg Phe Asp Leu Met Ala|Leu Leu Gly Lys Asp Thr Met 

TCCAAAGCTGCCTCGGAGCTTCATGCTATTAATCCAGGAATTGCACTTTACGGTGAGCCATGGACGGGTG 
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III Ser Lys Ala Ala Ser Glu Leu His Ala He Asn Pro Gly He Ala Leu[T/r Gly Glu Pro Trp Th r [Gly 

MGAACCTCTGCACTGCCAGATGATCAGeTTCTGACAAAAGGAGCTCAAAAAGGCATGGGAGTAGCGGTGTT 
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i^TAATGACAATTTACGAAACGCGTTGGACGGCAATGTCTTTGATTCTTCCGCTCAAGGTTTTGCGACAGGT" 
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GCAACAGGCTTAACTGATGCAATTAAGAATGGCGTTGAGGGGAGTATTAATGACTTTACCTCTTCACCAG 
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Ala Thr Gly Leu Thr Asp Ala He Lys Asn G!y Vol Glu Gly Ser He Asn Asp Phe Thr Ser Ser Pro 

GTGAGACAAT TAACTATGTCACAAGTCATGATAACTACACCCTTTGGGACAAAATAGCCCTAAGCAATCC 
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Asn Asp Ser Glu Ala Asp Arg H e Lys Met Asp Glu Leu Ala Gin Ala Val Vol j Met Thr Ser Gin Gly 

gttccattcatgcaaggcggggaagaaatgcttcgtanaaaaggcggcaacgacaatagttataatgcag 

■ ' ^ — — ' ' ' 2380, 

Vol Pro Phe Met Gin [ Gly Gly Glu Glu Met Leu Arg ??? Lys Gly Gly Asn Asp Asn Ser Tyr Asn Ala 
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Gly Asp Ala Val Asn Glu Phe Asp Trp Ser Arg Lys Ala Gin Tyr Pro Asp Vol Phe Asn Tyr Tyr Ser Gly 

gctaatccaccttcgtcttgatcacccagccttccgcatgacgacagctaatgaaatcaatagccacctc . 
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iif Leu He His Leu Arg Leu Asp His Pro Ala Phe Arg Met Thr Thr Ala Asn Glu He Asn Ser His Leu 

S^caattcctaaatagtccagagaacacagtggcctatgaattaactgatcatgttaataaagacaaatggg 

If, ■ ' ' 1 ■ ■ . ■ 1 2590 

Q Gin Phe Leu Asn Ser Pro Glu Asn Thr Vol Ala Tyr Glu Leu Thr Asp His Vol Asn Lys Asp Lys Trp 

y gaaatatcattgttgtttataacccaaataaaactgtagcaaccatcaatttgccgagcgggaaatgggc 
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Gly Asn He He Vai Vol Tyr Asn Pro Asn Lys Thr Vol Ala Thr He Asn Leu Pro Ser Gly Lys Trp Ala 

aatcaatgctacgagcggtaaggtaggagaatccacccttggtcaagcagagggaagtgtccaagtacca 

I . r t 1 I , ■ . . 1 2730 

He Asn Ala Thr Ser Gly Lys Vol Gly Glu Ser Thr Leu Gly Gin Ala Glu Gly Ser Val Gin. Vol Pro 

GGTATATCTATGATGATCCTTCATCAAGAGGTAAGCCCAGACCACGGTAAAAAGTAATAGAAAA 
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Gly He Ser Met Met He Leu His Gin Glu Vol Ser Pro Asp His Gly Lys Lys^ 
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